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 Determine genetic lineages 

 Find the Peter Worden genetic signature 

 Help break down brick walls 

 Align descendants with sons of Dr. Sam 



 Total members: 68 

 Number of males from Peter:  38 

 Number of DNA tests 
◦ Y-DNA 111: 4 

◦ Y-DNA 67: 26 

◦ Y-DNA 37: 53 (8) 

◦ Y-DNA 25: 56 (2) 

◦ Y-DNA 12: 63 (4) 

◦ mtDNA: 13 

◦ Family Finder: 7 



 

 Genetic signature = J2b2 (M-172) and modal 
haplotype 

 Every male direct descendant matches Peter 



 







 May be used to determine the relative degree to 
which 2 people are related to each other on any 
line of descent if they share at least one common 
ancestor in the recent past 

 Has significant potential for genealogical 
researchers since there are a total of 44 
chromosomes that can be tested 

 Limited by the fact that the chromosomes 
recombine at conception and thus one half of each 
parent’s markers is not passed to a specific child 

 Of most benefit in determining relationships 
between people who share a common ancestor 
within 6 to 8 generations 

 



 Determine if two people are close or distant 
cousins by reviewing the number of IBD segments 
and the total cMs that they share in common and 
comparing this to the ranges expected for each 
genealogical relationship. 

 Determine precisely which segments of DNA that a 
person has inherited from each of his ancestors; 
this can be done only after analyzing the results 
from many closely and distantly related people and 
then theorizing as to which segments each 
ancestor must have carried in their genome. 

 



 Siblings share 50% of the same DNA 

 First cousins share 12.5% of the same DNA 

 Second cousins share 3.125% of the same DNA 

 Third cousins share 0.78% of the same DNA 

 Fourth cousins share 0.195% of the same DNA 

 Fifth cousins share 0.049% of the same DNA 

 Sixth cousins share 0.0122% of the same DNA 

 Seventh cousins share .003052% of the same DNA 
(ca 92,000 base pairs) 

 Eighth cousins share .000763% of the same DNA 
(ca 23,000 base pairs) 

 







 1st cousin or closer:  100% 

 2nd cousin:  >99% 

 3rd cousin:  ca 90% 

 4th cousin:  ca 45% (DNA R); >50% (FF) 

 5th cousin:  ca 15% (DNA R); >10% (FF) 

 6th cousin: <5% (DNA R); 0-2% (FF) 

 



 Test with FTDNA 

 Test the oldest generation and two 
parent/one child trios or one parent/one 
child pairs if at all possible. 

 Test as many of your aunts, uncles, first 
cousins, 2nd cousins, and 3rd cousins as you 
can afford for purposes of chromosome 
mapping and for purposes of finding 
additional genetic cousins. 

 



 Share genomes at FTDNA with me and with 
anyone who has a Worden ancestor. 

 Upload raw data to GedMatch.com. 

 





 Approximately 7093 cMs in the genome 

 Match size is generally a minimum of ca 7 cMs, so 
there are a minimum of 1000 pieces in the puzzle 

 Generally all ancestors contribute at least a portion of 
their autosomal DNA to each of their descendants 
back to at least 5 to 6 generations 

 At 10 generations back in time only about 12% of 
one’s ancestors are contributors of autosomal DNA to 
your genome; only ca 120 of your 1024 ancestors are 
genetic ancestors 

 http://www.genetic-
inference.co.uk/blog/2009/11/how-many-
ancestors-share-our-dna  
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 It is extremely helpful to have your chromosomes 
mapped as you correspond with your genetic 
cousins.   

 It keeps you from pursuing potential genealogical 
connections to people on ancestral lines where you 
can’t be genetically related and instead narrows the 
focus of your search for a shared ancestor to a 
smaller portion of your pedigree chart 

 It helps to verify the accuracy of your family tree 

 It is fun! 

 



 # 1: SHARE!!! 
 I cannot help you interpret your test results unless you allow me full access to 

your test results!!!! 
   
 And I cannot help you  to make genealogical connections unless I know everything 

you know about your ancestral line.  Upload your GEDCOM and allow surnames to 
be extracted by FTDNA.  Your matches can’t help either if they can’t see the 
names, dates and places in your tree. 

   
 I do NOT need to know about living persons, by the way. Nor do I need your raw 

data, but if you aren't willing to do the work to download that raw data and then 
upload it and your GEDCOM, using tools that are available to analyze the data, 
then you have to trust me and allow me to do that for you.  

   
 Bottom line: I cannot work in a vacuum. If you want to use the latest and most up-

to-date techniques to further your genealogy, then you either have to spend the 
untold hours I spend in keeping up with those techniques or allow me to do it for 
you . I have other DNA projects and other family groups  as well.  I took on this 
responsibility fully aware of the time and effort that would be involved.  But I need 
your full cooperation. 
 





Project 
status 

Combined GEDCOMs Uploaded 7 
Paternal Ancestor 
Information 61 

Distinct mtDNA Haplogroups 9 
Predicted Y-DNA 
Haplogroups 15 

Distinct Y-DNA Confirmed 
Haplogroups 5 Total Members 68 
Distinct Y-DNA Predicted 
Haplogroups 5 

Unpredicted Y-DNA 
Haplogroups 0 

Family Finder 9 Unreturned Kits 0 

Maternal Ancestor Information 27 
Y-DNA Deep Clade (After 
2008) 3 

mtDNA 13 
Y-DNA Deep Clade (Prior to 
2008) 1 

mtDNA Full Sequence 7 Y-DNA Subgroups 4 

mtDNA Plus 9 Y-DNA111 4 
mtDNA Subgroups 0 Y-DNA12 63 

Y-DNA25 56 

Y-DNA37 53 
Y-DNA67 26 


